Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.063; wR factor = 0.190; data-to-parameter ratio = 25.7.
In the title compound, C 26 H 22 N 2 O 3 , the pyrrolidine ring adopts an envelope conformation with the N atom as the flap. In the crystal, pairs of centrosymmetrically related molecules are linked into dimers by N-HÁ Á ÁO hydrogen bonds. In addition, there are C-HÁ Á ÁO hydrogen bonds.
Related literature
For a related structure, see: Gangadharan et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx; Ày; Àz þ 1.
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004); data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: PLATON (Spek, 2009).
Figure 1
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